RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /o/ 02%^^- 

Source: 01% 

Date Processed by STIC: i/(Sf2opi~ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@ uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/ofrices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that-the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www,uspto.gov/ebc/efs/downIoads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1 600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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OIPE 



RAW SEQUENCE LISTING DATE: 01/15/2002 

PATENT APPLICATION: US/10/029,34 5 TIME: 08:07:08 ( 

Input Set : A:\D0072.NP.ST25.txt _ j* , cT 

Output Set: N:\CEF3\01152002\J029345.raw ^ 

7 <130> FILE REFERENCE: D0072.NP 

9 <140> CURRENT APPLICATION NUMBER: US/10/029 , 34 5 

C--> 9 <141> CURRENT FILING DATE : 2001-12-20 

9 <150> PRIOR APPLICATION NUMBER : US 60/256,868 mmDlV 

10 <151> PRIOR FILING DATE: 2000-12-20 QOeS Not COmp Vf 

12 <150> PRIOR APPLICATION NUMBER: US 60/280,186 ' ; 0 rr8C^ P isk8ttS ^ 

13 <151> PRIOR FILING DATE: 2001-03-30 

15 <150> PRIOR APPLICATION NUMBER: US b0/287,735 

16 <151> PRIOR FILING DATE: 2001-05-01 

18 <150> PRIOR APPLICATION NUMBER: US 60/295,848 

19 <151> PRIOR FILING DATE: 2001-06-05 

21 <150> PRIOR APPLICATION NUMBER: US 60/300,465 

22 <151> PRIOR FILING DATE: 2001-06-25 



C--> 9 



2 4 <160> NUMBER OF SEQ ID NOS : 208 
6 <170> SOFTWARE: Patentln version 3.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 144 

30 <212> TYPE: DNA 

31 <213> ORGANISM: HOMO SAPIENS 



34 "-«. cggatggaa, ..ttatnt, t„c,t=t=t tactactatc 60 
36 ctagStg, t,aa„t,at gac.tttgcc ttaeaggaa, gaaaagtagc tatoc.ttgt 120 
38 catgcagggc ttggtcgaac aggt 

41 <210> SEQ ID NO: 2 

42 <211> LENGTH: 48 

43 <212> TYPE: PRT 

44 <213> ORGANISM: HOMO SAPIENS 



46 <400> SEQUENCE: 2 

48 Leu Val Tyr Phe Tyr Asn Phe Gly Trp Lys Asp Tyr Gly Val Ala Ser 
Thr Thr lie Leu Asp Met Val Lys Val Met Thr Phe Ala Leu Gin 



49 
51 

54 Glu Gly Lvs Val Ala lie His Cys His Ala Gly Leu Gly Arg Thr Gly 

55 ~ ' 35 40 45 

57 <210> SEQ ID NO: 3 

58 <211> LENGTH: 33 

59 <212> TYPE: DNA 

60 <213> ORGANISM: HOMO SAPIENS 

62 <400> SEQUENCE: 3 33 

63 gatgtcttct gggccctcct gtggaacaca gtt 

66 <210> SEQ ID NO: 4 

67 <211> LENGTH: 11 

68 <212> TYPE: PRT 

69 <213> ORGANISM: HOMO SAPIENS 
71 <400> SEQUENCE: 4 
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10 

y 

150 20 25 



360 
420 
480 
540 
600 
660 
720 
746 



DATE- 01/15/2002 

RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/0 2 9,3 4 5 08.07.08 

input Set : A:\D0072.NP.ST25.txt 

Output Set: N:\CRF3\01l52002\J029345.raw 

73 Asp Val Phe Trp Ala Leu Leu Trp Asn Thr Val 

c 10 

74 1 b 

76 <210> SEQ ID NO: 5 

77 <211> LENGTH: 746 

78 <212> TYPE: DNA 

79 <-U3> ORGANISM: HOMO SAPIENS 

s iz£r%£™ izizii iizivz »; 

JJ SSSSS S3t.L4 * ~ - 

8B ca,c,aca,c t,ccc=„cc t=.=cct,c. £££££ ° =cc»c, «=,„«.<,» 3»» 
90 qqcccrcqac caqatcgacc gcttcgtgca gatcgtggac y yy * f f Ha 

2 ggctgtggga gtgcactgtg ctctgggctt tqgccgcact ^caccatgc tggcctjtt 
94 cctggtgaag gagcggggct tggctgcagg ^gccatt jctgaaatc^ 9 9 
96 acccggcccc atcgagacct atgagcagga gaaagc^tc ttc^^ atgttgtcga 
98 gaaataaggg gccttagtau ccttctatw ^ cctctaqctc ccattggctg 

fa. t 9 a™« tSS-S. ^aaaa.aa aaaaaaaaaa aaa g a,aaaa 

106 aaaaaaaaaa aaaaaaaaaa aaagaa 

109 <210> SEQ ID NO: 6 

110 <211> LENGTH: 248 

111 <212> TYPE: PRT 

112 <213> ORGANISM: HOMO SAPIENS 

114 <220> FEATURE : . 1 /^LAA 

115 <221> NAME/KEY: VARIANT - ? \ ( ) /OM- J 

120 <220> FEATURE: 

121 <221> NAME/KEY: VARIANT 

III HIT, ^ZoZV^llr^ is a„ y a„i„o acid. 

126 <220> FEATURE: 

127 <2 2 1> NAME/KEY: Y&RJLMT^- V-^ v . ? \ 

ill ^z^^J^t ( ^ l L 

132 <220> FEATURE: 

133 <221> NAME/KEY: VARIANT 

\l\ <S> oSe"?— lo»! 2 i 4 h irei„ is any a„i„o ac ld . 

138 <220> FEATURE: 

139 <221> NAME/KEY: VARXAH-T-- ^ » ( £ 2V \ 

i:°i ^fKFo^^^^r-a.- is any a mino 

i 4 4 4 6 T rp 0> Pro E cf y N A E r g Arg Arg Gly Glo Val Gly Met G1 Y Val Gin Pro 



i 4 4 9 Pro Asn Phe Ser Tr P Val Leu Pro Gly Arg Leu Ala Gly Leu Ala Leu 
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RAW SEQUENCE LISTING DATE: 01/15/2002 

PATENT APPLICATION: US/10/029 , 34 5 TIME: 08:07.08 

Input Set : A:\D007 2.NP.ST2 5.txt 

Output Set: N:\CRF3\01152002\J029345.raw 

152 Pro Arg Leu Pro Ala His Tyr GLn Phe Leu Leu Asp Leu Gly Val Arg 

,« 35 40 45 

155 His Leu Val Ser Leu Thr Glu Arg Gly Pro Pro His Ser Asp Ser Cys 

158 Pro Gly Leu Thr Leu His Arg Leu Arg lie Pro As P Phe Cys Pro Pro 

7 0 ^ ~* 

161 Ala Pro Asp Gin lie Asp Arg Phe Val Gin lie Val Asp Glu Ala Asn 

164 Ala Arg Gly Glu Ala Val Gly Val His Cys Ala Leu Gly Phe Gly Arg 
i fiS 100 105 

167 Thr Gly Thr Met Leu Ala Cys Tyr Leu Val Lys Glu Arg Gly Leu Ala 

170 Ala Gly Asp Ala lie Ala Glu lie Arg Arg Leu Arg Pro Gly Pro He 

17 3 Glu Thr Tyr Glu Gin Glu Lys Ala Val Phe Gin Phe Tyr Gin Arg Thr 
174 145 150 155 



W-> 176 Lys CXlY Ala Leu HI Pro Phe Tyr Gin Ala Leu Thr Pro Leu Pro 

111 His Val Val Asp Gly Ala Arg Asp Glu Gly Lys : Trp Thr Lys Val Leu 

W-> 182 Asn Pro Leu Ala Pro He Gly Xaa Arg His ^a/ser Ser Pro Pro Leu 

183 195 200 W 205 ^\ 

Pro Asp 

Thr Asn 

189 225 230 235 



W-> III Gin Ala Gly Pro Asp Xaa Arg Gly Gly Leu Tyr Cys Phe Val GluQcaa^ 

III Met Ser Phe Thr Asn Gin Gly Lys Lys Lys Lys Lys Lys Arg Lys Lys 



191 Lys Lys Lys Lys Lys Lys Lys Arg 

192 245 

194 <210> SEQ ID NO: 7 

195 <211> LENGTH: 511 

196 <212> TYPE: DNA 

197 <213> ORGANISM: HOMO SAPIENS 

Z at^t™aacctccc tgottctgtg gaoattgcat acaaaaatgt gagatttctt 60 
0 attacacaca acccaaccaa tacotaottt aatagattct tacaggaact taagcaggat 120 
204 ggagttacoa ccatagtaag agtatgaaaa goaacttaoa acattgctct "tagagaag 180 
206 ggaagcatcc aggttccgga ctggootttt gatgatggta cagcaccatc cagccagata 240 
~na attaataact ggttaaaact tatgaaaaat aaatttcatg aagatcctgg ttgttgtatt 300 
2 fttcact 11 ttgtagg ttttgggtga gctcoagttg ctagttgccc tagctttaat 

! 7Ra „ a ^ aaa a^qaaa^atg aaaatatagt acagttcatc agataaaagt gacatggaac 42U 
ill t?ttaacagc aaacaacttt tgtatttgga gaaatattgt cttaaaatat gottgoacct 480 
216 cagaaatccc agaaataact gtttccttca g 

219 <210> SEQ ID NO: 8 

220 <211> LENGTH: 170 

221 <212> TYPE: PRT 

222 <213> ORGANISM: HOMO SAPIENS 

224 <220> FEATURE: 

225 <221> NAME/KEY: Variant 

226 <222> LOCATION: (49).. (49) 
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227 '223 

;30 -:220> FEATURE 



DATE: 01/15/2002 

RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/029,34 5 TIME: 0 8.07 .08 

input Set : A:\D007 2.NP.ST2 5.txt 

Output Set: N:\CRF3\01152002\J029345.raw 

OTHER INFORMATION: wherein ' Xaa ' is any amino acid. 



"•31 <2M > NAME/KEY: Variant 

- ■•2> LOCATION : (110).. (110) {nn 

OTHER INFORMATION: wherein 'Xaa' is any amino acid. 

2^6 <220> FEATURE: 

j 3 7 <j21> NAME/KEY: Variant 

.-'••■o> TOCATION: (121)-. (121) , 
239 <223> OTHER INFORMATION : wherein 'Xaa' is any ammo acid. 

24 2 <220> FEATURE: 

1> NAME/KEY: Variant j 

- otto" intoIwtIok' ' whlrein ■»..■ is ^ X*"^ 7 

feature! y LrrjJ^ /Vx > 



24 3 
j4 4 
.4 5 ■ 2 2 3^ 
!4 8 O20> 



249 < 223> NAME/KEY : V^r^La^t ^ , (/$S}<£- 

f4 ^°L!T"t L„ Leu W «. ser val M, II. »U m Ly. M Jf 
% 1,1 Ar, Phe Leu lie Thr His Asn Pro Thr Asu Thr Tyr Phe Asn Ar, /( _ 4 1 



Phe Leu Gin Gin Leu Lys Gin A,p Gly v.l Thr Thr lie val Ar, Vnl 
HI a. Lys Ala Th* Tyr Asn lie Ala Leu Leu GLu Lys GLy ser Lie GLn 
«8 val Pro Asp Trp Pro Phe Asp Asp Gly Thr Ala Pro Ser Ser Gin lie 
Asp Asn Trn Leu lys Leu Met Lys Ann Lys Phe His Glu Asp Pro 
GU «l Gly Cys Gys II. aL Lie His Gys val v.l Gly Phe Gly « Al, Pro 
^ « Ala S.r Gys Pro ser Phe Asn X.. Ar, Trp Asn Glu lie - Lys 
«... US cys ser lhr v,l Bis Gin n. Lys «1 Thr Trp Asn Phe QgIp Gin 
„.-> Ill Thr Z Phe val Ph. Gly III He L.n s.r(g>.» »« Leu Ala Pro 

284 145 i* 5 ^ ^ 

w -> 286 Gin Lys Ser Gin Lys ^CaaALeu Phe Pro Ser 

287 l^^J ±7 ° 

289 <210> SEQ ID NO: 9 

290 <211> LENGTH : 1710 

291 <212> TYPE: DNA 

292 <213> ORGANISM: HOMO SAPIENS 

J94 - 400> SEQUENCE: 9 annrtftctt tttqaaattc 60 

- =SSS — b 255= S 

rs sffi nsss sssl - 
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RAW SEQUENCE LISTING DATE: 01/15/2002 

PATENT APPLICATION: US/10/029,34 5 TIME: 08:07:08 

Input Set : A:\D0072.NP.ST25.txt 

Output Set: N:\CRF3\01152002\J029345.raw 

303 cg^ccacagg agttcattgc ctctcagggg cctctcaaga aaacactgga gaacttctgg 
305 cggctggtgc gggagcagca ggtccgcatc atcatcatgc cgaccatcag catggagaac 
307 gggagggtgc tgtgtgagca ttactggctg accgactcta ccccggacac ccatggtcac 
309 al accatcc acctcctagc tgaggagcct gaggatgagt ggaccaagcg ggaattccag 
311 ctgoagcacg ttgtccagca acatcaacgg agggtggagc aactgcagtt caccacctga 
3 3 tcl,accaca gcatccttga ggctcccagc tccctgctcg cctttatgga gctggtacag 
315 tag^aggcaa gggccaccca gggcgtggga cccatcctgg tgcactgcag gggctgtccc 
317 tgcggtgtgg gcatgggccg gacaggcacc ttcgtggccc tgtcgaggct gctgcagcag 
319 ctg. aggagg agcagatggt agacgtgttc catgctgtgt atgcactccg gatgcaccag 
3^1 cc"tcatga tccagaccct gagccagtac gtcttcctgc acagctgcct actgaacaag 
3-3 attctggaag gacccttcaa catctctgag tcttggccca tctctgtgac ggacctcccg 
325 caggcgtgtg ccaagagggc agccagtgcc aatgctggct tcttgaagga gtacgaggcc 
3-7 atcaaggacg aggctggctt ttccgcaccc ccgcctggct atgagcagga cagccccgtc 
3-9 tcctatgacc gttctcaggg gcagttttct ccggtggagg agageccccc tyacgacatg 
331 cctntctgga agccaatgat ctgtgctctg cagggtgggc cctctggccg tgatcatacg 
333 gtgrtgactg gccccgcagg gccaaaggag ctctgggagc tggtgtggca gcacagggct 
335 catgtgcttg tctctctttg cccacccaat gtcatggaga aggaattctg gccaacggag 
337 atgcagcccg tagtcacaga catggtgacg gtgcactggg tggctgagag cagcacagca 
3 39 ggctggttct gtaccctcct cagggtcaca catggggaga gcaggaagga aagggaggtg 
341 cagagactgc aatttccata cctggagcct gggcatgagc tgcccgccac caccctgctg 
343 cccttcctgg ctgctgtggg ccagtgctgc tctcggggca acaacaagaa gccgggcaca 
345 ctgctcagcc actccaacaa gggtgcaacc cagctgggca ccttcctggc catggagcag 
347 ctgctgcagc aggcagggtc tgagtgcacc gtggatatct ttaacgtggc gctgcagcag 
34 9 tctcaggcct gtggccttat gaccccaaca ctgaagcagt atgtctacct ctacaactgt 
351 ctgaacagcg cgctggcaga cgggctgccc 

354 <210> SEQ ID NO: 10 

355 <211> LENGTH: 570 

356 <212> TYPE: PRT 

357 <213> ORGANISM : HOMO SAPIENS 

359 <220> FEATURE: 

360 <221> NAME/KEY: Variant 

361 <222> LOCATION: (46).. (46) 

362 <223> OTHER INFORMATION: wherein ' Xaa ' is any ammo acid. 

365 <220> FEATURE: 

366 <221> NAME/KEY: Variant 

367 <222> LOCATION: (180).. (180) 

368 <223> OTHER INFORMATION: wherein 'Xaa' is any amino acid. 

371 <220> FEATURE: 

372 <221> NAME/KEY: Variant 
^73 <222> LOCATION: (201).. (201) 

374 <223> OTHER INFORMATION: wherein 'Xaa' is any amino acid. 
377 <400> SEQUENCE: 10 . 

379 Lea Arg Gin Asn Tyr Glu Ala Lys Ser Ala His Ala His Gin Ala Phe 

380 1 5 10 15 
382 Ph^ Leu Lys Phe Glu Glu Leu Lys Glu Val Ser Lys Glu Gin Pro Arg 

, 383 20 25 30 

> 3 85 Leu Glu Ala Glu Tyr Pro Ala Asn Thr Thr Lys Asn Cys Xaa Pro His 

386 35 40 4 

388 Val Leu Pro Tyr Asp His Ser Arg Val Arg Leu Thr Gin Leu Glu Gly 



300 
360 
420 
480 
54 0 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1710 
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L:9 M 
L : 9 M 
L: 176 
L: 182 



VERIFICATION SUMMARY DATE: 01/15/2002 

PATENT APPLICATION: US/10/0 2 9,34 5 TIME : 08:07:09 

input Set : A:\D0072.NP.ST25.txt 

Output Set: N:\CRF3\01152002\J029345.raw 

270 C: Current Application Number differs, Replaced Current Application 

271 C: Current Filing Date differs, Replaced Current Filing Date 



No 



M: 341 
M: 341 



L: 185 M : 3 41 



L: 265 
L: 274 
L: 277 
L : 
L : 



M : 341 
M: 341 
M: 341 
80 M: 341 
8 3 M : 3 41 



L: 286 M: 341 
L: 385 M: 341 
L:412 M: 341 
L: 415 M: 341 
L: 3167 M: 341 
L: 3201 M: 
L: 3233 M: 
L: 3267 M: 
L:6968 M: 
L: 6980 M: 
L:6992 M: 
L:7004 M: 



W 
W 

w 
w 
w 
w 
w 
w 
w 
w 
w 
w 

w 

341 W 
341 W 
341 W 
220 C 
220 C 
2 20 C 
2 20 C 



or 
or 
or 
or 
or 
or 



L:7016 M:220 
L:7292 M:220 



used, for SEQ ID# :6 
used, for SEQ TD# : 6 
used, for SEQ ID# : 6 
used, for SEQ ID# : 8 
used, for SEQ ID# : 8 
used, for SEQ ID# : 8 
used, for SEQ ID# : 8 
used, for SEQ ID# : 8 
used, for SEQ ID# : 8 
used, for SEQ ID# : 10 
used, for SEQ ID#:10 
used, for SEQ ID# : 10 
"Xaa" used, for SEQ ID#:78 
or "Xaa" used, for SEQ ID#:79 
or "Xaa" used, for SEQ ID#:81 
or "Xaa" used, for SEQ ID# : 82 
Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:179 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 
Keyword misspelled or invalid format, 



(46 

(46 

(46 

(46 

(46 

(46 

(46 

(46 

(46 

(46 

(46 

(46 
(46) 
(46) 
(46) 
(46) 



n" 

, n „ 

, n .. 

»n" 
*n" 
•n" 
»n" 
•n" 
•n" 
■n" 
' n " 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
1 or 



<213> ORGANISM for SEQ ID# : 180 

<213> ORGANISM for SEQ ID*: 181 

<213> ORGANISM for SEQ ID#:182 

<213> ORGANISM for SEQ ID#:183 

<213> ORGANISM for SEQ ID#:193 
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